
TMHMM 

The TMHMM (Transmembrane Hidden Markov Model) page is used to predict 

transmembrane helices in proteins by analyzing amino acid properties in protein 

sequences, such as hydrophobicity, charge bias, helix length, and membrane protein 

topology constraints. 

Usage: 

1. Click the button in “Choose species” so that you can get the example gene IDs of 

corresponding versions. 

2. Paste the gene list in the search box or upload the gene list file and click “Submit” to 

submit. 

 

Results: 

1. The result table of TMHMM. Click the link above to download the result. 

 


