Co-expression

In the Co-expression module, users enter the gene IDs and the weight, and click

“Submit” to submit (box1). Then, the page will provide the co-expression network figure

illustrating the relationships between genes based on their expression patterns. (box2), as

well as the corresponding information showed in table (box3).
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y Click here to download the information.
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Totally 63 results have been found, this is page 1 of 5.
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